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of all approved drug targets are proteins. 
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Proteomics guarantees more robust drug targets, increasing 
the chance of identifying drug target candidates  4x  more 
than traditional methods (Zheng et al. 2020, Nature Genetics).

Protein Quantitative Trait Loci 
By knowing which proteins cause disease, drug development researchers are better able to 
validate and prioritize current drug targets and identify new drug targets more effectively.

Protein Quantitative Trait Loci (pQTLs) have the potential to greatly impact drug devel-
opment.  pQTLs are genetic variants that are associated with protein levels, either directly      
(cis-pQTLs) or indirectly (trans-pQTLs). 

They provide a window into protein-gene interactions, which allow us to determine whether 
potential drug target proteins cause disease through Mendelian Randomization analysis.
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